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<110> APPLICANT: CASE WESTERN RESERVE UNIVERSITY 

<120> TITLE OF INVENTION: HYBRID AND CHIMERIC POLYPEPTIDES THAT REGULATE 

ACTIVATION OF COMPLEMENT 
<130> FILE REFERENCE: 200512.00002 

<140> CURRENT APPLICATION NUMBER: 10597373 

<141> CURRENT FILING DATE : 0001-01-01 

<150> PRIOR APPLICATION NUMBER: PCT/IB05/50257 

<151> PRIOR FILING DATE: 2005-01-21 

<150> PRIOR APPLICATION NUMBER: 60/537,860 

<151> PRIOR FILING DATE: 2004-01-21 

<160> NUMBER OF SEQ ID NOS : 35 

<170> SOFTWARE: Patentln Ver. 3.3 

<210> SEQ ID NO 1 

<211> LENGTH: 381 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 1 



» M 1 

Met 


Thr 


T T 1 

Val 


Ala 


Arg 


Pro 


Ser 


Val 


Pro 


Ala 


Ala 


Leu 


Pro 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Glu 


Leu 


Pro 


Arg 


Leu 


Leu 


Leu 


Leu 


Val 


Leu 


Leu 


Cys 


Leu 


Pro 


-PS —i 

Ala 


Val 








20 










25 










30 






Trp 


Gly 


Asp 


Cys 


Gly 


Leu 


Pro 


Pro 


Asp 


Val 


Pro 


Asn 


Ala 


Gin 


Pro 


Ala 




• 


35 










40 










4 5 








Leu 


Glu 


Gly 


Arg 


Thr 


Ser 


Phe 


Pro 


Glu 


Asp 


Thr 


Val 


He 


Thr 


Tyr 


Lys 




50 










55 










60 










Cys 


Glu 


Glu 


Ser 


Phe 


Val 


Lys 


He 


Pro 


Gly 


Glu 


Lys 


Asp 


Ser 


Val 


He 


65 










70 










75 










80 


Cys 


Leu 


Lys 


Gly 


Ser 


Gin 


Trp 


Ser 


Asp 


He 


Glu 


Glu 


Phe 


Cys 


Asn 


Arg 










85 










90 










95 




Ser 


Cys 


Glu 


Val 


Pro 


Thr 


Arg 


Leu 


Asn 


Ser 


Ala 


Ser 


Leu 


Lys 


Gin 


Pro 








100 










105 










110 






Tyr 


lie 


Thr 


Gin 


Asn 


Tyr 


Phe 


Pro 


Val 


Gly 


Thr 


Val 


Val 


Glu 


Tyr 


Glu 






115 










120 










125 








Cys 


Arg 


Pro 


Gly 


Tyr 


Arg 


Arg 


Glu 


Pro 


Ser 


Leu 


Ser 


Pro 


Lys 


Leu 


Thr 




130 










135 










140 










Cys 


Leu 


Gin 


Asn 


Leu 


Lys 


Trp 


Ser 


Thr 


Ala 


Val 


Glu 


Phe 


Cys 


Lys 


Lys 


145 










150 










155 










160 


Lys 


Ser 


Cys 


Pro 


Asn 


Pro 


Gly 


Glu 


He 


Arg 


Asn 


Gly 


Gin 


He 


Asp 


Val 










165 










170 










175 




Pro 


Gly 


Gly 


lie 


Leu 


Phe 


Gly Ala 


Thr 


He 


Ser 


Phe 


Ser 


Cys 


Asn 


Thr 








180 










185 










190 






Gly 


Tyr 


Lys 


Leu 


Phe 


Gly 


Ser 


Thr 


Ser 


Ser 


Phe 


Cys 


Leu 


He 


Ser 


Gly 






195 










200 










205 








Ser 


Ser 


Val 


Gin 


Trp 


Ser 


Asp 


Pro 


Leu 


Pro 


Glu 


Cys 


Arg 


Glu 


He 


Tyr 




210 










215 










220 










Cys 


Pro 


Ala 


Pro 


Pro 


Gin 


lie 


Asp 


Asn 


Gly 


He 


lie 


Gin 


Gly 


Glu 


Arg 


225 










230 










235 










240 


Asp 


His 


Tyr 


Gly 


Tyr 


Arg 


Gin 


Ser 


Val 


Thr 


Tyr 


Ala 


Cys 


Asn 


Lys 


Gly 










245 










250 










255 




Phe 


Thr 


Met 


lie 


Gly 


Glu 


His 


Ser 


He 


Tyr 


Cys 


Thr 


Val 


Asn 


Asn 


Asp 








260 










265 










270 






Glu 


Gly 


Glu 


Trp 


Ser 


Gly 


Pro 


Pro 


Pro 


Glu 


Cys 


Arg 


Gly 


Lys 


Ser: 


1 Leu 






275 










280 










285 








Thr 


Ser 


Lys 


Val 


Pro 


Pro 


Thr 


Val 


Gin 


Lys 


Pro 


Thr 


Thr 


Val 


Asn 


Val 




290 










295 










300 










Pro 


Thr 


Thr 


Glu 


Val 


Ser 


Pro 


Thr 


Ser 


Gin 


Lys 


Thr 


Thr 


Thr 


Lys 


Thr 


305 










310 










315 








320 


Thr 


Thr 


Pro 


Asn 


Ala 


Gin 


Ala 


Thr 


Arg 


Ser 


Thr 


Pro 


Val 


Ser 


Arg 


Thr 










325 










330 










335 





Thr Lys His Phe His Glu Thr Thr 

340 

Ser Gly Thr Thr Arg Leu Leu Ser 

355 360 

Gly Leu Leu Gly Thr Leu Val Thr 

370 375 

<210> SEQ ID NO 2 
<211> LENGTH: 2102 
<212> TYPE: DNA 
<213> ORGANISM : Homo sapiens 
<400> SEQUENCE: 2 

ccgctgggcg tagctgcgac tcggcggagt 

60 

gcgccatgac cgtcgcgcgg ccgagcgtgc 

120 

cccggctgct gctgctggtg ctgttgtgcc 

180 

ccccagatgt acctaatgcc cagccagctt 

240 

ctgtaataac gtacaaatgt gaagaaagct 

300 

tgatctgcct taagggcagt caatggtcag 

360 

aggtgccaac aaggctaaat tctgcatccc 

420 

ttccagtcgg tactgttgtg gaatatgagt 

480 

tatcaccaaa actaacttgc cttcagaatt 

540 

aaaagaaatc atgccctaat ccgggagaaa 

600 

gcatattatt tggtgcaacc atctccttct 

660 

cgacttctag tttttgtctt atttcaggca 

720 

agtgcagaga aatttattgt ccagcaccac 

780 

aacgtgacca ttatggatat agacagtctg 

840 

tgattggaga gcactctatt tattgtactg 

900 

caccacctga atgcagagga aaatctctaa 

960 

ctaccacagt aaatgttcca actacagaag 

1020 

aaaccaccac accaaatgct caagcaacac 

1080 

attttcatga aacaacccca aataaaggaa 

1140 

tatctgggca cacgtgtttc acgttgacag 

1200 

tgctgactta gccaaagaag agttaagaag 

1260 

agtttcttag acttatctgc atattggata 

1320 

atgctttcat tgtctttaag atgtgttagg 

1380 

gtcctggaat cacattctta gcacacctac 

1440 

tgagagtgat tcctttccta aaagtgtaag 



Pro Asn Lys Gly Ser Gly Thr Thr 
345 350 
Gly His Thr Cys Phe Thr Leu Thr 

365 

Met Gly Leu Leu Thr 





380 




cccggcggcg 


cgtccttgtt 


ctaacccggc 


ccgcggcgct 


gcccctcctc 


ggggagctgc 


tgccggccgt 


gtggggtgac 


tgtggccttc 


tggaaggccg 


tacaagtttt 


cccgaggata 


ttgtgaaaat 


tcctggcgag 


aaggactcag 


atattgaaga 


gttctgcaat 


cgtagctgcg 


tcaaacagcc 


ttatatcact 


cagaattatt 


gccgtccagg 


ttacagaaga 


gaaccttctc 


taaaatggtc 


cacagcagtc 


gaattttgta 


tacgaaatgg 


tcagattgat 


gtaccaggtg 


catgtaacac 


agggtacaaa 


ttatttggct 


gctctgtcca 


gtggagtgac 


ccgttgccag 


cacaaattga 


caatggaata 


attcaagggg 


taacgtatgc 


atgtaataaa 


ggattcacca 


tgaataatga 


tgaaggagag 


tggagtggcc 


cttccaaggt 


cccaccaaca 


gttcagaaac 


tctcaccaac 


ttctcagaaa 


accaccacaa 


ggagtacacc 


tgtttccagg 


acaaccaagc 


gtggaaccac 


ttcaggtact 


acccgtcttc 


gtttgcttgg 


gacgctagta 


accatgggct 


aaaatacaca 


caagtataca 


gactgttcct 


aaataaatgc 


aattgtgctc 


ttcatttagg 


aatgtcaaca 


gagcaaggag 


aaaaaaggca 


acctcttgaa 


aatagaacaa 


cttgcagaat 


aaagcataga 


gatttgttcg 


tatttagaat 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2102 



gggatcacga 


ggaaaagaga 


aggaaagtga 


tttttttcca 


caagatctgt 


aatgttattt 


ccacttataa 


aggaaataaa 


aaatgaaaaa 


cattatttgg 


atatcaaaag 


caaataaaaa 


cccaattcag 


tctcttctaa 


gcaaaattgc 


taaagagaga 


tgaaccacat 


tataaagtaa 


tctttggctg 


taaggcattt 


tcatctttcc 


ttcgggttgg 


caaaatattt 


taaaggtaaa 


acatgctggt 


gaaccagggg 


tgttgatggt 


gataagggag 


gaatatagaa 


tgaaagactg 


aatcttcctt 


tgttgcacaa 


atagagtttg 


gaaaaagcct 


gtgaaaggtg 


tcttctttga 


cttaatgtct 


ttaaaagtat 


ccagagatac 


tacaatatta 


acataagaaa 


agattatata 


ttatttctga 


atcgagatgt 


ccatagtcaa 


atttgtaaat 


cttattcttt 


tgtaatattt 


atttatattt 


atttatgaca 


gtgaacattc 


tgattttaca 


tgtaaaacaa 


gaaaagttga 


agaagatatg 


tgaagaaaaa 


tgtatttttc 


ctaaatagaa 


ataaatgatc 


ccattttttg 



gt 



<210> SEQ ID NO 3 

<211> LENGTH: 2044 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 



SEQUENCE: 3 




























Met 


Cys 


Leu 


Gly 


Arg 


Met 


Gly 


Ala 


Ser 


Ser 


Pro 


Arg 


Ser 


Pro 


Glu 


Pro 


1 








5 










10 










15 




Val 


Gly 


Pro 


Pro 


Ala 


Pro 


Gly 


Leu 


Pro 


Phe 


Cys 


Cys 


Gly 


Gly 


Ser 


Leu 








20 










25 










30 






Leu 


Ala 


Val 


Val 


Val 


Leu 


Leu 


Ala 


Leu 


Pro 


Val 


Ala 


Trp 


Gly 


Gin 


Cys 






35 










40 










■ 45 








Asn 


Ala 


Pro 


Glu 


Trp 


Leu 


Pro 


Phe 


Ala 


Arg 


Pro 


Thr 


Asn 


Leu 


Thr 


Asp 




50 










55 










60 










Glu 


Phe 


Glu 


Phe 


Pro 


He 


Gly 


Thr 


Tyr 


Leu 


Asn 


Tyr 


Glu 


Cys 


Arg 


Pro 


65 










70 










75 










80 


Gly 


Tyr 


Ser 


Gly 


Arg 


Pro 


Phe 


Ser 


He 


lie 


Cys 


Leu 


Lys 


Asn 


Ser 


Val 










85 










90 










95 




Trp 


Thr 


Gly 


Ala 


Lys 


Asp 


Arg 


Cys 


Arg 


Arg 


Lys 


Ser 


Cys 


Arg 


Asn 


Pro 








100 










105 










110 






Pro 


Asp 


Pro 


Val 


Asn 


Gly 


Met 


Val 


His 


Val 


He 


Lys 


Gly 


He 


Gin 


Phe 






115 










120 










125 








Gly 


Ser 


Gin 


He 


Lys 


Tyr 


Ser 


Cys 


Thr 


Lys 


Gly 


Tyr 


Arg 


Leu 


He 


Gly 




130 










135 










140 










Ser 


Ser 


Ser 


Ala 


Thr 


Cys 


He 


He 


Ser 


Gly 


Asp 


Thr 


Val 


He 


Trp 


Asp 


145 










150 










155 










160 


Asn 


Glu 


Thr 


Pro 


He 


Cys 


Asp 


Arg 


He 


Pro 


Cys 


Gly 


Leu 


Pro 


Pro 


Thr 










165 










170 










175 




He 


Thr 


Asn 


Gly 


Asp 


Phe 


lie 


Ser 


Thr 


Asn 


Arg 


Glu 


Asn 


Phe 


His 


Tyr 








180 










185 










190 






Gly 


Ser 


Val 


Val 


Thr 


Tyr 


Arg 


Cys 


Asn 


Pro 


Gly 


Ser 


Gly 


Gly 


Arg 


Lys 






195 










200 










205 








Val 


Phe 


Glu 


Leu 


Val 


Gly 


Glu 


Pro 


Ser 


He 


Tyr 


Cys 


Thr 


Ser 


Asn 


Asp 




210 










215 










220 










Asp 


Gin 


Val 


Gly 


He 


Trp 


Ser 


Gly 


Pro 


Ala 


Pro 


Gin 


Cys 


He 


He 


Pro 


225 










230 










235 










240 


Asn 


Lys 


Cys 


Thr 


Pro 


Pro 


Asn 


Val 


Glu 


Asn 


Gly 


lie 


Leu 


Val 


Ser 


Asp 










245 










250 










255 





Asn 


Arg 


Ser 


Leu 


D ft ft 

Pne 


O ft 

oer 


Leu 


Asn 








o c a 
z bl) 










Pro 


p i * < 

Gly 


Til* ft 

Pne 


vai 


Met 


Lys 


Gly 


Pro 






z / o 












7\ on 

rlo n 


LiyS 


irp 


Pin 


p ft, 


PI n 




riO 




O Q n 

^ y U 










z y o 




D "V- ft. 

Fro 


ft. 

Fro 


ASp 


va i 


Leu 


nlS 


Aia 


Pin 

blU 


one; 










JJ.U 






rne 


oer 


D v ft. 

r r o 


P 1 \7 

bi y 


pi t-» 
bin 


Pin 

blU 


vai 


n ft 

rne 










one 
jZ 0 








Leu 


7\ V- /-T 

Arg 


P 1 \r 

biy 


7A 1 =s 

Aia 


7\ "} 

Aia 


C v> 

oer 




7\ v ft- 

Arg 








J 41 U 










Fro 


Ala 


Ala 


O v» ft. 

Fro 


T 1 K 

i nr 


by s 


pin 

blU 


val 






ODD 










O C Pi 

J bU 


bin 


T ft i i 

Leu 


Leu 


7\ JH> 

Asn 


P 1 T T 

bly 


7\ V> ^-v 

Arg 


Val 


T ft i i 

Leu 




"3 1 A 
O 1 0 










O "7 C 




7\ I 2 


Lys 


v a x 


ASp 


rne 


v a x 


P \ 7 O 

bys 


7\ o 

ASp 


JOO 










o y u 






C a V 

oer 


Aid 


oer 


lyr 


v_,y s 


1 

va i 


Leu 


Aia 










4 U 3 








oer 


vai 


Fro 


v a x 


bys 


Pin 

blU 


pi « 
bin 


Tift 

lie 








4 z U 










Pro 


Asn 


biy 


7\ v» ft- 

Arg 


HIS 


rp l_ v- 

i nr 


biy 


Lys 






/IOC 

4o5 










4 4 0 


Lys 


Ala 


vai 


A r-> ft 

Asn 


i yr 


rp i» 

i nr 


(~* T T ft 

Cys 


ASp 




450 










X c c 

4 55 




Phe 


Asp 


T ft . . 

Leu 


Tift 

lie 


Gly 


Glu 


Ser 


Thr 


465 










4 /0 






Gly Asn 


P 1 \ 7 

biy 


v ai 


irp 


O ft ir- 

oer 


O ft ■V" 

oer 


D ft. 

Fro 










/IOC 
4 OO 








His 


Cys 


bin 


Aia 


D 

Fro 


ASp 


nl S 


nu ft, 

rne 








c a a 

500 










Thr 


Asn 


Ala 


O ft V 

ber 


Asp 


O K ft 

rne 


O v /-s 

Fro 


X 1 ft 

lie 






CI c 

Ol O 










con 


Arg 


Pro 


blU 


i yr 


lyr 


biy 


7\ ftr 

Arg 


T~) -y- ft. 

Fro 




530 










c o c 




Leu 


Val 


Trp 


Ser 


Ser 


Pro 


Lys 


ASp 


545 










CCA 

550 






Thr 


Pro 


A -v~ 

Pro 


Asp 


Fro 


vai 


Asn 


bly 










c /"* c 

565 








Gin 


Val 


Gly 


Ser 


Arg 


Tift 

lie 


Asn 


111 _ _ 

Tyr 








5o0 










lie 


Gly 


HIS 


oer 


C ft -v" 

oer 


Aia 


Pin 

blU 


bys 






c a c 










/" A A 

600 


Trp 


Ser 


rp l_ „ 

i nr 


Lys 


d v ft. 

Fro 


O >- ft 

Fro 


T 1 ft. 

lie 


bys 




610 










1 c 

615 




Pro 


Thr 


lie 


Aia 


TV p, 

Asn 


Gly 


ASp 


Fne 


625 










o n 






His 


Tyr 


Gly 


Ser 


Val 


Val 


Thr 


Tyr 










C A C 

64 5 








Arg 


Lys 


Val 


Pne 


p i i ■. 

Glu 


T ft 1 1 

Leu 


\ 7 ft 1 

Val 


Gly 








r r r\ 

660 










Asn 


Asp 


Asp 


Gin 


Val 


/ft T . . 

Gly 


Tift 

lie 


m t r-i 

Trp 






675 










/"OA 

680 


lie 


Pro 


Asn 


Lys 


Lys 


i nr 


Fro 


O ft 

Fro 




690 










695 




Ser 


Asp 


Asn 


Arg 


Ser 


Leu 


Phe 


Ser 


705 










710 






Cys 


Gin 


Pro 


Gly 


Phe 


Val 


Met 


Lys 










725 








Ala 


Leu 


Asn 


Lys 


Trp 


Glu 


Pro 


Glu 



Pin 

blU 


\1 n 1 

vai 


T 7 — \ 1 

vai 


Pin 

blU 


Fne 


Arg 


bys 


pin 
bin 


O ft C 

z bo 










o t n 






Arg 


7\ v ft? 

Arg 


vai 


Lys 


bys 


PI n 


7A 1 a 

ax a 


Leu 










ZOO 








c Q r- 


pi/O 

byb 


C ft r- 


7\ r* 


\7ft 1 
val 




PI n 


ir J. u 








*5 n n 
jUU 










7\ y~ rY 


T 1 K >- 

i nr 


pin 

o±n 


7\ v* rv 

Arg 


7\ on 
ASp 


Lys 


ASp 


rio n 






QIC 

olo 










OOA 

jZU 


rp . , — 

Tyr 


ber 


bys 


pi „ 

blU 


n v 

Fro 


bly 


1 y r 


7\ ft n 

ASp 














o o c 




P,,n 

bys 


T K v 

i nr 


D v» ft. 

Fro 


pi n 

bin 


Pi \7 

bly 


TV ft v> 

ASp 


rp y,-. 

Trp 


C ft K~ 

oer 


"3/1 c 










OCA 






Lys 


O ft V* 

oer 


f** 1 T ft 

bys 


ASp 


ASp 


DK ft 

Fne 


Mft 4- 


P 1 * T 

biy 










o c 
o bo 








Pne 


Fro 


T 7 _ 1 

val 


Asn 


T ft , , 

Leu 


p i ft 
Gin 


T ft « » 

Leu 


P 1 . r 

Gly 








O O A 
JOU 










blU 


bly 


D V. ft 

Fne 


bin 


Leu 


Lys 


P 1 * T 

bly 


>"V v» 

oer 






OAC 

o y o 










/I A A 

4 U U 


P 1 17 

bly 


iYie l 


Pin 
blU 


Car 

oer 


T All 

Leu 


rp v.ft, 

irp 


7\ ft >-\ 

as n 


Cor 

oer 




/I 1 A 

4 ID 










/11C 

4 1 0 




Fne 


p^ , , ft 

bys 


D v ft. 

Fro 


C ft 

oer 


D v» ft. 

Fro 


D v fti 

Fro 


vai 


lie 


yi o c 










A O A 
4 JU 






Fro 


Leu 


Pin 

blU 


vai 


n u ft 

Fne 


D -K- ft. 

Fro 


DK ^ 

Fne 


P 1 17 

biy 










a a a 
4 4 5 








Pro 


His 


Pro 


Asp 


TV 

Arg 


Gly 


rTn 1a 

Tnr 


Ser 








4 60 










Tift 

lie 


Arg 


Cys 


l nr 


C 1 ft -v- 

oer 


T\ , , -y , 

ASp 


Fro 


p i ft 
bin 






/i n c 
4 /5 










A O A 

4 o 0 


Ala 


Fro 


Arg 


bys 


P* 1 •« T 

bly 


Tift 

lie 


Leu 


P 1 1 T 

bly 




/I A A 

4 yu 










A A C 

4 y o 




Leu 


Fne 


ai a 


Lys 


Leu 


ITT 

Lys 


T 1 K v> 

i nr 


PI r\ 


C A C 

5U5 










CIA 

510 






Gly 


Tnr 


Ser 


T ft , , 

Leu 


T » » ft 

Lys 


Tyr 


p i * i 
Glu 


Cys 










c o c 








Fne 


O ft V 

oer 


Tift 

lie 


T K v 

i nr 


bys 


Leu 


7\ ft 

ASp 


Asn 








C A A 

54 0 










IT- 1 

Val 


Cys 


T . • ft 

Lys 


7\ -»ft 

Arg 


Lys 


oer 


Cys 


Lys 






c c c 
000 










c a a 
5 60 


Mft 4- 

Met 


T 7 - 1 

vai 


LI A ft 

HIS 


T 7 — i 1 

vai 


Tift 

lie 


i nr 


7\ ft n 

ASp 


Tift 

lie 




C "7 A 

570 










C 1 c 

5/5 




Ser 


Cys 


Tnr 


Thr 


* p i . . 
Gly 


O 4 ft 

His 


Arg 


T ft , , 

Leu 


c o c 

5o 5 










C Q A 

5 yo 






Tift 

lie 


Leu 


O ft •»»» 

oer 


biy 


7\ ft ft 

Asn 


7\ 1 

Aia 


ai a 


U T ft 

HIS 










a a c 
6ud 








Gin 


Arg 


Tift 

lie 


Pro 


Cys 


P 1 » T 

Gly 


T ft i - 

Leu 


Pro 








C O A 

bzO 










Tift 

lie 


Ser 


l nr 


Asn 


Arg 


p 1 1 1 

Glu 


T\ 1A 

Asn 


Aft ft 

Pne 






c o c 

6 J5 










C A A 

64 0 


Arg 


Cys 


Asn 


Pro 


Gly 


Ser 


pi . . 
Gly 


pi.. 
Gly 




r" C A 

650 










f c c 

655 




Glu 


Pro 


Ser 
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